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BRENDA is the most comprehensive information system on:

A7270 EC Numbers (July 2017)

Amore than 1.9 Mill. different enzymes

Amore than 3 Mill. enzyme data, manually annotated from more than 145,000 literature
references

Enzyme Commission numbers (EC Numbers) are defined according to the catalyzed
reactionby the IUBMB (International Union of Biochemistry and Molecular Biology)

Format: Four numbers separated by periods, e.g. 1.2.3.1
Numbers represent from left to right a progressively finer classification scheme

EC 1.2.3.1 an aldehyde + H,O + O, = a carboxylate + H,0,

| s> aldehyde oxidase

> Wwith oxygen as acceptor

Main Enzyme Classes:

1 Oxidoreductases
2 Transferases
3 Hydrolases .
4 Lyases > acting on the aldehyde or oxo group of donors
5 Isomerases
6 Ligases

oxidoreductase (main class)

v
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I‘ﬁeammbmwse o _[Sea“‘:h] bmbination with NOT to refine you query ] the EC Explorer.
EC number I [beginswith | | |
Common name | contains v | |
Reaction |cnntains v|| |
Systematic name [  contains
Comment [ contains
CAS registry number L] | contains
synonyms [ contains
History [1 | contains
include [class (x) [subclass (xx) [Jsub-subclass (xx.x.) M serial number (x.xx.x)
search results

Use of this online version of BRENDA is free for academic research only. Commercial use or download access requires a license. Release 2016.2 {July 2016}
e terms of use BRENDA professional
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EC Explorer

You can run a search by
browse EC tree] {[search] entering a Complete EC

Please use AND Srorerebmbination with NOT to refine you query . i
2| ! number, or just the main
EC number b |beginswith ,
. ' — class, the subclass etce
Common name [ | contains v | |
Reaction |cnntains v|| |
Systematic name [  contains
Comment [ contains
CAS registry number L] | contains
synonyms [ contains
History [1 | contains
include [class (x) [subclass (xx) [Jsub-subclass (xx.x.) M serial number (x.xx.x)
search results

Use of this online version of BRENDA is free for academic research only. Commercial use or download access requires a license. Release 2016.2 {July 2016}
dJee terms of use. BRENDA professional
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browse EC tree] {[search]

Please use AND Srorerebmbination with NOT to refine you query
EC number I [beginswith | | |
Common name | contains v | |
Reaction |cnntains v|| |
Systematic name [  contains é and include further
Comment [ contains SeaI’Ch OptiOﬂS, |e the
CAS registry number [ contains hiStOry and ,EC
subclasseseé
synonyms [ contains %
History contains v|
include Mclass (x) Msubclass (xx) M sub-subclass (xxx) M serial number (xxxx)
search esulis

a0

100 '
Use of this online mn-ull-uhlir-ll:l.ﬂ. is free for academic research only. Commercial use or download access requires a license. Release 2016.2 {July 2016}
e terms of use BRENDA professional
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EC Explorer

browse EC tree] { [search]

Please use AND OT ORTT combination with NOT to refine you query
EC number B [begmswith | [2.5. | On the result page
Common name | contains ~] | | you find a ||S!: of the
Reaction |cnntains V| | | EC numberse
Systematic name [ | contains
Comment [ contains
CAS registry number [  contains
Synonyms [1 | contains
History |cnntains V| | |
include Mclass (x) Msubclass (xx) Msub-subclass (xxx) M serial number (x.x.x.x)
search results

@< Resulis1-1000f 132 335

Common name . Reaction a - History a -

2 [JE | Transferring alkyl or aryl groups, other
251 than methyl groups (only
sub-subclass identified to date)

2 aE |dimethylallyltranstransferase dimethylallyl diphosphate + isopentenyl diphosphate = diphosphate + geranyl oreated 1961
Ef diphosphate

A aE |thiamine pyridinylase thiamine + pyridine = 1-[{4-amino-2-methylpyrimidin-5-ymethyl]pyridinium + ceated 1961,
E 4-methyl-5-(2-hydroxyethyl)thiazole modified 1978,
2512 modified 2001
2 aE |thiamine phosphate synthase (1) 4-amino-2-methyl-5-(diphosphomethyl)pyrimidine + 2-[{2R 52)-2-carboxy- ceated 1965,
9 4-methylthiazol-5(2H}-ylidene]ethyl phosphate = diphosphate + thiamine modified 2015

s = ] T I N BT TR L b . (i — U T ' TN U R R [ [ MR 1 S L. S |
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EC Explorer

browse EC tree] { [search]
Please use AND OT ORTT combination with NOT to refine you query

EC number [beginswith  ~| |2.5. | e according to the
Common name | contains ~] | | information of the
Reaction |c0ntains v|| | IUBMB Enzyme IISt1
including...
Systematic name [ | contains
Comment [ contains
CAS registry number L[]  contains

é a short description
of the EC subclass

[ serial number (% x x x)

search results /

@< Resulis1-1000f 132 335
EC a = Cogion name a Reaction a -

€ the Reaction

include Mclass (i

History a «

ansferring alkyl or aryl groups, other
than methyl groups (only
sub-subclass identified to date)

2 iuE [ |dimethylallyliranstransierase dimethylallyl diphosphate + isopentenyl diphosphate = diphosphate + geranyl oreated 1961
Ef diphosphate

2511 \

A [mE thiamine purictinu thiamine + pyridine = 1-[{4-amino-2- imidin_f Npyridinium + ceated 1961,
E , 4-methyl-5-(2-hydroxyethyl)thia| - . maodified 1878,
25) e the Common Name e the H|St0ry modified 2001
2 THE [Iamie prosphiare symnase (1) 4-amino-2-methyl-5-(diphosphomeihyTpyrimidine + Z-[{ZR, 52)-2-carboxy- ceated 1965,
Ef 4-methylthiazol-5(2H}-ylidene]ethyl phosphate = diphosphate + thiamine modified 2015
s s ] =

T I T T L L, [ i i . TR N SN U . e (S (NN SN ) R LS. U i |



include ¥iclass (x.) ¥l subclass (x.x.) [¥|sub-subclass (x.xx.) [¥|serial number (x.xx.x

Comment contains

CAS registry number contains
Synonyms contains
History ¥ contains

The History column provides
information on the creation,

- the modification, the transfer

or the deletion of an enzyme.

search 100 « results

G4 Results 1 - 100 of 129 335

Reaction « -

Hiostory a -

E[: -

Common Name « -

L. b7 |Transferring alkyl or aryl groups, other
251 than methyl groups (only
sub-subclass identified to date)
S b= |dimethylallyltranstransferase dimethylallyl diphosphate + isopentenyl diphosphate = diphosphate + geranyl created 1561
i diphosphate
2511
L a7 [thiamine pyridinylase thiamine + pyridine = 1-[{4-amino-2-methylpyrimidin-5-yl)methyl]pyridinium + created 1961,
T 4-methyl-5-(2-hydroxyethyl)thiazole modified 1578,
2512 madified 2001
A = [thiamine-phosphate diphosphorylase [ 2-methyl-4-amino-5-hydroxymethylpynmidine diphosphate + 4-methyl- —memsie-niz
) 5-(2-phosphono-oxyethyljthiazole = diphosphate + thiamine phosphate created 1965
2513
L. b7 |adenosylmethionine cyclotransferase | S-adenosyl-L-methionine = S-methyl-5-thioadenosine + 2-aminobutan-4-olide
2514 created 1961 as
B (Th= |galactose-B-sulfurylase Eliminates sulfate from the o-galactose 6-sulfate residues of porphyran, producing EC 2.4.2.13,
© 3,6-anhydrogalactose residues transferred 1965
2515
toEC 25.1.6
B (b7 |methionine adenosyltransferase ATP + L-methionine + H;O = phosphate + diphosphate + S-adenosyl-L-methionin

created 1972,
modified 1983,

modified 2002

created 1972,

A faE |UDP-N-acetylglucosamine phosphoenolpyruvate + UDP-M-acetyl-a-p-glucosamine = phosphate + UDP-M-
o 1-carbooyvinyltransferase acetyl-3-0-1-carboxoyvinyl}-a-o-glucosamine

2517

S a7 [tRMNA isopentenyltransferase isopentenyl diphosphate + tRNA = diphosphate + tRMNA containing

G-isopentenyladenosine

deleted 2009




Comment contains

CAS registry number contains
Synonyms contains

History ¥ contains

-

include ¥iclass (x.) ¥l subclass (x.x) ¥l sub-subclass (x.x.x.) [¥|serial number (x.x.x)

search 100 « results

Common Name « -

E[: -

G4 Results 1 - 100 of 129 335

Reaction « -

Hiostory a -

L. b7 |Transferring alkyl or aryl groups, other
251 than methyl groups (only .

sub-subclass identified to date TO see more deta”S Of a
A @ | dimethylallyltranstransferase Specific enzyme click on phosphate = diphosphate + geranyl created 1961
2511 the EC number to go to
L a7 [thiamine pyrids theé pyrimidin-5-yljmethyl]pyridinium + created 1961,
) / modified 1578,
2512 - madified 2001
A = [thiamine-phosphate diphosphorylase [ 2-methyl-4-amino-5-hydroxymethylpynmidine diphosphate + 4-methyl- created 1565
) 5-(2-phosphono-oxyethyljthiazole = diphosphate + thiamine phosphate
2513
L. b7 |adenosylmethionine cyclotransferase | S-adenosyl-L-methionine = S-methyl-5-thioadenosine + 2-aminobutan-4-olide created 1965
2514
B (Th= |galactose-B-sulfurylase Eliminates sulfate from the o-galactose 6-sulfate residues of porphyran, producing  crested 1385
© 3,6-anhydrogalactose residues
2515
B (b7 |methionine adenosyltransferase ATP + L-methionine + HzO = phosphate + diphosphate + S-adenosyl-L-methionine  created 1351 a5 EC
] 2.4.2.13, transfemed
2516 1965 to EC 2516
A faE |UDP-N-acetylglucosamine phosphoenolpyruvate + UDP-M-acetyl-a-p-glucosamine = phosphate + UDP-M- created 1972,
o 1-carbooyvinyltransferase acetyl-3-0-1-carboxoyvinyl}-a-o-glucosamine meodified 1983,
2517 modified 2002
S a7 [tRMNA isopentenyltransferase isopentenyl diphosphate + tRNA = diphosphate + tRMNA containing created 1572, deleted
& G-isopentenyladenosine 2005
L I e [ |
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sracti [E'l] print visible entries

Enzyme-Ligand
Interactions
print all entries

Information on EC 2.5.1.2 - thiamine pyridinylase ... .c.cuicsvesiono

+
E Organism related the Enzyme Summary Page.

Information

Enzyme Structure

lecular Properties

New: Word Map on EC 2.5.1.2 2512

Specify your search results

Mark a special word or phrase in this recnrd:| Mark!

Bibliography/Links
IDisease

Search Reference ID: | search

Select one or more organisms in this record:

e ey é En z y Suanmary Page
Acanthogobius flavimanus .
Anadara inflata (cf. BRENDA tutorial - Enzyme Search)

Aneurinibacillus aneurinilyticus
Aneurinibacillus aneurinilyticus BKA W

Submit

Show additional data

® Do not include text mining results

O Include amenpa (text mining) results (more__)

) Include srempa results (AMENDA + additional results, but less precise; more...)

The expected taxonomic range for this enzyme is: Eukaryota, Bacteria

~top print  hide

EC NUMBER COMMEMNTARY

2512 -

~top  print  hide

RECOMMENDED MAME GeneOntology No.
thiamine pyridinylase GO0050332

~top  print  hide
REACTION REACTION COMMENTARY ORGANISM |UNIPROT |LITERATURE

DIAGRAM x

thiamine « nvridine = 40 _aminm_ et _ _ _ _
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EC Explorer

browse EC treg] - [search]
Please use AND or OR in combination with NOT to refine you query

EC number [begins with  ~| |2.5. |

Common name | contains ~] | |
Reaction | contains ~] | |
Systematic name [  contains
Comment [ contains
eAsregitoinumber == you can switch to the EC
synonyms [  contains

Tree view by clicking on
tistory B [conteins | thejcon AShow i n [EC

include [class (x) bdsubclass (xx.) []sub-subclas Treen

search M=o

=4 Results 1 -100 of 132 3 3%

EC a » Common name . Reaction a - History « -

A [hE | Transferring = aryl groups, other
ZrTy1 Qroups (only
b-subclass identified to date)

dimethylallyliranstransferase dimethylallyl diphosphate + isopentenyl diphosphate = diphosphate + geranyl oeated 1961
diphosphate

thiamine pyridinylase thiamine + pyridine = 1-[{4-amino-2-methylpyrimidin-S-yymethyl]pyridinium + oeated 1961,
d-methyl-5-(2-hydroxyethyl)thiazole modified 1978,

ow in EC tree madified 2001

thiamine phosphate synthase (1) 4-amino-2-methyl-5-(diphosphomethyl)pyrimidine + 2-[(2R, 52)-2-carboxy- created 1965,
4-methylthiazol-5{2H)-ylidene]ethyl phosphate = diphosphate + thiamine medified 2015

phosphate + COz;/(2) 4-amino-2-methyl-5-{diphosphomethyl)pyrimidine +
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EC Explorer

[browse EC tree] - [search]
EC 2.5.1.2 Details

show Brenda entry
EC number

2512

Accepted name
thiamine pyridinylase
Reaction

thiamine + pyridine = 1-[{4-aming-
2-methylpyrimidin-
Bylimethyl]pyridinium + 4-methyl-
B-{2-hydroxgyethylithiazole

Other name{s)

pyrimidine transferase, thiaminase |,
thiamin hydrolase, thiamin
pyridinclase, thiaminase, thiamine
pyridinolase, thiamin pyridinylase,
thiamin:base 2-methyl-
4-gminopyrimidine-
S-methenyltransferase

Systematic name

thiamine:base 2-methyl-
4-gminopyrimidine-
S-methenyltransferase

CAS registry number
2030-35-7
Comment

“aricus bases and thicl compounds can
act instead of pyridine.

History

%Y BRENDA |

|

The Comprehensive Enzyme Information System

ef| login  [F history [F all enzymes

EC Browser

On this page you see the
classification of the enzyme
within the EC Treeé

1 Oxidoreductases (8012 urganisms} y
i NE =
[l}ZTrﬂnsferﬂs&s (Eﬁﬁﬁurgﬂmsms,- ?

2.1 Transferring one-carbon groups (1201 urganlsms} E.E ?
2.2 Transferring aldehyde or ketonic groups (168 organisms) f
2.3 Acyltransferazes (1432 organisms) ?

2.4 Glycosyltransferases (1653 organisms) y

— 2.5.1.1 dimethylallyltranstransferase (12 organisms) & f
- 2.5.1.2 thiamine pyridinylase (78 organisms) [, [Shem [St=
|- 2.5.1.3 thiamine phosphate synthase (19 organisms) ﬂ E.E
- 2.5.1.4 adenosylmethionine cyclotransferazse (5 organisms) ﬂ

— 2.5.1.5 galactose-S-zulfurylase (2 organisms) & E.E

- 2.5.1.8 tRNA izopentenylransferase ﬂ

- 2.5.1.9 riboflavin synthase (30 organisms)} ﬂ ?
- 2.5.1.11 trans-octaprenyliranstransferase ﬂ y

- 2.5.1.12 created 15972, deleted 1578 ﬂ
- 2.5.1.13 created 15972, deleted 1578 ﬂ
- 2.5.1.14 created 15972, deleted 1578 ﬂ

- 2.5.1.18 spermidine synthase (41 organisms} & ?

®

. ; HE =
f—}Z.E- Transferring alkyl or aryl groups, other than methyl groups (844 urgﬂmsms,- y - -
|f—}2.E-.1 Transferring alkyl or aryl groups, other than methyl groups (enly sub-subclass identified to date) (844 urgamsms} ?

»
®

- 2.5.1.6 methionine adenosyltransferase (31 organisms) ﬁ E.E ?
- 2.5.1.7 UDP-N-acetylglucosamine 1-carboxyvinyliransferase (29 organisms} ﬂ ?

- 2.5.1.10 (2E 6E}-farnesyl diphosphate synthaze (28 organismz) ﬂ b

L 2.5.1.15 dihydropteroate synthase (27 organisms) ﬂ *

- 2.5.1.17 cobiljyrinic acid 5 c-diamide adenosyitranzferaze (20 organisms) ﬂ ?

I 2.5.1.18 glutathione transferase (138 organisms) ﬂ ?
- 2.5.1.19 3-phosphoshikimate 1-carboxyvinyltranzsferase (51 organisms} ﬁ b

- 2.5.1.20 rubber ciz-polyprenylcistranzferase (17 organisms) ﬂ E
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EC 2.5.1.2 Details

show Brenda entry
EC number

2512

Accepted name
thiamine pyridinylase
Reaction

thiamine + pyridine = 1-[{4-aming-
2-methylpyrimidin-
Bylimethyl]pyridinium + 4-methyl-
B-{2-hydroxgyethylithiazole

Other name{s)

pyrimidine transferase, thiaminase |,
thiamin hydrolase, thiamin
pyridinclase, thiaminase, thiamine
pyridinolase, thiamin pyridinylase,
thiamin:base 2-methyl-
4-gminopyrimidine-
S-methenyltransferase

Systematic name

thiamine:base 2-methyl-
4-gminopyrimidine-
S-methenyltransferase

CAS registry number
2030-35-7
Comment

“aricus bases and thicl compounds can
act instead of pyridine.

History

% Techalichs
: o E Universithi
L braumcheniy

%Y BRENDA ||

The Comprehensive Enzyme Information System

r i

&

ef| login  [F history [F all enzymes

é including further
information of the number
of organisms and the

1 Dxidur&dumasesEEEI12|:Irganisms} y pOSSIblllty to download
[l}ZTrﬂnsferﬂs&s(Eﬁﬁﬁurgﬂnisms} b knOWH prOteIn SequenceS

2.1 Transferring one-carboen groups (1201 urganlsms} E.E ? |n FASTA format Or as CSV-

2.2Transferring aldehyde or ketonic groups (168 organisms) % . .
E.SAwﬂransferases(1432|:|rganisms} ? f||e1 and pUbIIShed PDB'IDS

EC Browser

2.4 Glycosyltransferases (1653 organisms) y

. ; HE =
f—}Z.E- Transferring alkyl or aryl groups, other than methyl groups (844 urgﬂmsms,- y - -
|f—}2.E-.1 Transferring alkyl or aryl groups, other than methyl groups (enly sub-subclass identified to date) (844 urgamsms} ?

- 2.5.1.1 dimethylallyltranstransdiecass SLCopiToon =
B

— 2.5.1.2 thiamine pyridinylaze ':'{?8 {]r.gamsms) &
= 0 e ]

|- 2.5.1.3 thiamine phosphate d — i

- 2.5.1.4 adenosylmethionine cyclotransferazse (5 organisms) ﬂ
— 2.5.1.5 galactose-S-zulfurylase (2 organisms) & E.E
- 2.5.1.6 methionine adenosyltransferase (31 organisms) ﬁ E.E ?

- 2.5.1.7 UDP-N-acetylglucosamine 1-carboxyvinyliransferase (29 organisms} ﬂ ?
- 2.5.1.8 tRNA izopentenylransferase ﬂ

- 2.5.1.9 riboflavin synthase (30 crganisms) ﬂ ?

- 2.5.1.10 (2E 6E}-farnesyl diphosphate synthaze (28 organismz) ﬂ b

- 2.5.1.11 trans-octaprenyliranstransferase ﬂ y

- 2.5.1.12 created 15972, deleted 1578 ﬂ
- 2.5.1.13 created 15972, deleted 1578 ﬂ
- 2.5.1.14 created 15972, deleted 1578 ﬂ

|- 2.5.1.15 dihydropteroate synthase (27 organisms) ﬂ *

 2.5.1.16 spermidine synthase (41 organisms) ﬂ b

- 2.5.1.17 cobiljyrinic acid 5 c-diamide adenosyitranzferaze (20 organisms) ﬂ ?
|- 2.5.1.18 glutathione transferase (139 organisms) ﬂ ?

- 2.5.1.19 3-phosphoshikimate 1-carboxyvinyltranzsferase (51 organisms} & b

- 2.5.1.20 rubber ciz-polyprenylcistranzferase (17 organisms) ﬂ E
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EC 2.5.1.2 Details

EC Browser

show Brenda entry
EC number

2512

Accepted name
thiamine pyridinylase
Reaction

thiamine + pyridine = 1-[{4-amino-
2-methylpyrimidin-

1 Oxidoreductases (8012 l:lrganisms} *
2 Transferazes (5666 organisms) b

ferring one-carbon groups (1201 l:lrgﬂnisms} ?

Click on the link to go
directly to the BRENDA
enzyme data

B=
s B B

B-ylimethyl]pyridinium + 4-methyl-
B-[2-hydromyethylthiazole

Other name(s)

pyrimidine transferase, thiaminase |,
thiamin hydrolase, thiamin
pyridinclase, thiaminase, thiamine
pyridinolase, thiamin pyridinylase,
thiamin:base 2-methyl-
4-aminopyrimidine-
B-methenyltransferase

Systematic name

thiamine: base 2-methyl-
4-aminopyrimidine-
B-methenyltransferase
CAS registry number
8030-35-7

Comment

Various bases and thicl compounds can
act instead of pyridine.

Histony

created 1281, modified 1878, medified
2001

|- 2.5.1.4 adenosylmethionine cyclotransferaze (5 organisms) ﬂ

- 2.5.1.8 tRNA isopentenviransferase ﬂ

- 2.5.1.12 created 1572, deleted 1578 ﬂ
- 2.5.1.13 created 1972, deleted 1576 ﬂ
- 2.5.1.14 created 1972, deleted 1976 &

- 2.5.1.21 sgualens synthaze (34 urganisms}& f f

| 251477 eparmine svnthaze (8 aragniemst 7 1B I =

o] login  [# history [ all enzymes

|

In the left box you find the
complete IUBMB entry of
the marked EC Number

I 2.5.1.5 galactose-S-sulfurylaze (2 organisms) ﬂ f
- 2.5.1.6 methionine adenosyltransferase (51 organisms) ﬂ f b
- 2.5.1.7 UDP-MN-acetylglucosamine 1-carboxyvinyltransferaze (29 organisms) ﬂ ?

- 2 5.1.9 riboflavin synthase (30 organisms) ﬂ b

| 2.5.1.10 (2E,6E)-famnesyl diphosphate synthase (28 organisms) Ji B

L 25111 trans-octaprenyliranstrans feraze & ?

5'
=™

B2 organisms) | SHER i

methyl groups (844 organisms) y

than methyl groups (only sub-subclass identified to date) (844 organisms) ?
2511 dimethylallylranstransierase (12 organisms) [l B B B

- 2.5.1.2 thiamine pyridinylaze (78 urganisms}&@ = (T = P ?
—2.E-.1.3thiii|minn3p-hu:ls'.p-hﬂt&s'q.,rnthﬂs'.ne.l(1Ei'u:lrg|a=.|ni5'.rn5'.}bI - u..:'! .

- 2.5.1.15 dihydropteroate synthase (27 organisms) £} i

| 2.5.1.16 spermidine synthase (41 organisms) & ?

- 2.5.1.17 cobilyyrinic acid a,c-diamide adenosyltransferaze (20 organisms) ﬂ y

| 2.5.1.18 glutathione transferase (139 organisms) & ?

- 2.5.1.19 3-phosphoshikimate 1-carboxywinylitransferase (51 organisms) ﬂ y
=

- 2.5.1.20 rubber ciz-polyprenyicistransferase (17 organisms) ﬂ
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e EC Browser

1 Oxzidoreductazes (8012 urgamsrns;“ﬁ w
*-ETFEI'ISfEFESES (5885 organis Sz B
*-EH',rdrulases (9570 l:lrgamsms;; y
*-4L‘,TE|SES (4201 urgﬂmsms,-w E

*—“ lzomerazes (1633 urgamsrns;“ﬁ w
6Ligﬂses[13020rgﬂnisms} w
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EC 2.5.1.45 Details

show Brenda entry
EC number

251.45

Accepted name

homaospermidine synthase (spermidine-
specific)
Reaction

spermidine + putrescine =
sym-homospermidine + propane-
1,3-diamine

Systematic name

spermidine: putrescine
4-aminobutyltransferase (propane-
1,3-diamine-forming)

Comment

The reacticn of this enzyme coours in
three steps, with some of the
intermediates presumably remaining
enzyme-bound: {8) NAD*-dependent
dehydrogenation of spermidine, {b)
transfer of the 4-amincbutylidene group
from dehydrospermidine to putrescine
and {c) reducticn of the imine
intermediate to form hemospermidine.
This enzyme is more specific than EC
2.5.1.44, homospermidine synthase,
which is found in bacteria, as it cannot
use putrescine as donor of the
4-amincbutyl group. Forms part of the
biosynthetic pathway of the poisonous
pymoliziding alkaloids of the ragworts
(Senecio).

Histony
oreated 2001

£~ badk to top

- 2.5.1.32 15-cis-phytoene synthase (45 organisms) [\ [IS g
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- 2.5.1.38 isenocardicin gynthaze (1 organism) ﬂ
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- 2.5.1.52 L-mimo=ine synthase (1 organism) ﬂ f E.E

- 2.5.1.53 uracilylalanine synthaze (8 organisms) ﬂ
- 2.5.1.54 3-deoxy-7-phosphoheptulenate synthase (80 organisms) ﬂ

L 2 5.1.55 3-deoxy-8-phosphooctulonate synthase (49 organisms) ﬂ E EC number click on the
- 2.5.1.56 N-acetylneuraminate synthase (9 organisms}) ﬂ.

- 2.5.1.57 N-acylneuraminate-8-phosphate synthase (8 organisms) ﬂ entry to Open the Ieft bOX
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C H 3 E E
- 2.5.1.62 chlorophyll 2ynthaze (13 organisms) ﬂ =

- 2.5.1.63 adenosyHfluoride synthase (4 organisms) ﬂ *

- 2.5.1.84 2-zuccinyl-8-hydroxy-2 4-cyclohexadiene-1-carboxylate synthaze ﬂ.

- 2.5.1.65 O-phosphoserine sulfhydrylase (3 organisms) ﬂ
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EC 2.5.1.45 Details

EC number
25145
Accepted name

homaospermidine synthase (spermidine-
specific)
Reaction

spermidine + putrescine =
sym-homospermidine + propane-
1,3-diamine

Systematic name

spermidine: putrescine
4-aminobutyltransferase (propane-
1,3-diamine-forming)

Comment

The reacticn of this enzyme coours in
three steps, with some of the
intermediates presumably remaining
enzyme-bound: {8) NAD*-dependent
dehydrogenation of spermidine, {b)
transfer of the 4-amincbutylidene group
from dehydrospermidine to putrescine
and {c) reducticn of the imine
intermediate to form hemospermidine.
This enzyme is more specific than EC
2.5.1.44, homospermidine synthase,
which is found in bacteria, as it cannot
use putrescine as donor of the
4-amincbutyl group. Forms part of the
biosynthetic pathway of the poisonous
pymoliziding alkaloids of the ragworts
(Senecio).

Histony
oreated 2001
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