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[browse taxonomy tree] - [search] - [Example]

raxiree Browser
Taxenomy

oromy You can either browse
Cellular organisms

other seguences

e enees or search the TaxTree.

Viruses (superkingdom)
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[prowse taxonomy tresI - [search] h@[Example]

~| |sARs-Covz

Scientific name or synonym: | exact | {use AND, OR, AND NOT for simple Boolean queries)

type of synonym (optional): |aII types of synonyms v|
Rank: |all types of ranks

MCBI Taxonomy ID: |=

Search

Details for Severe acute
respiratory syndrome
coronavirus 2

[j-i 122 a8 segquences of Severe scute
respiratory syndrome coronavirus 2

NCBI 2697049

Found & enzymes for Severe acute
respiratory syndrome coronavirus 2

2.7.748

Show enzyme

Synonyms

2018-nCoV

CoOVID-19

COVID1S

COVID-19 virus
CoV19

Human coronavirus 2019

SARS-2

SARS2

SARS-CoV2

10. SARS-Co\-2

11. Wuhan coronavirus

12. Wuhan seafood market

pneumsonia virus

WO

Sbhad to top

Condensed Tree View
L Viruges (superkingdom}
L Riboviria [&] {2 (clade)
L Orthernavirae [g] (kingdom}
L pizuviriceta [@] (phylum)
L Pizeniviricetes (clazs)
L Nidovirales [g] 2 (order)
L cornidovirineas (suborder)
L coronaviridae [ {7 (famity)
L Orthocerenavirinae (gubfamihy}
L Betacoronavirus {x(genus)
L sarbecovirus (subgenus)
L severe acute respiratory syndrome-related corenavirus [g] {3 (species)
L severe acute rezpiratery syndrome coronavirus 2 [g] L >

On the result page the
systematic classification of
the searched organisms is
displayed in the Tree View.
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[prowse taxonomy tresI - [search] h@[Example]

Scientific name or synonym: | exact v| |SARS-Cov2 | {use AND, OR, AND NOT for simple Boolean queries)

type of synonym (optional): | all types of synonyms v|

MCBI Taxonomy ID: | = v| | |
Rank: |all types of ranks
Search
Details for Severe acute Condensed Tree View
respiratory syndrome L viruses (superkingdom)
oronavirus 2
- ) L Orthernaviras [g] (king . . .
122 a8 segquences of Severe scute
rle}piramry syndrome coronavirus 2 L pisuviricota [&] (phylum) DEta I Ied I nfo rm at I on o n th e
NCEI 2697049 L Pizoniviricetes (@] (class) .
e L Nidoviaies (1 C orden known protein sequences of
respiratory syndrome coronavirus 2 L Cornidovirineae [g] (suborder)

L Coronaviridae [g] {2 (family} this organism

L Orthocerenavirinae (gubfamihy}
Show enzyme L Betaceronavirus [&] { (genus)
Synenyms L sarbecovirus [g] (subgenus}
L severe acute respiratory syndrome-related corenavirus [g] {3 (species)
2018-nCoV L severe acute respiratory syndrome coronavirus 2 !
COVID-12
COoVIDN9
COVID-12 virus
Covt19
Human coronavirus 2019
SARS-2
SARSZ2
SARS-CoWa
10. SARS-CoN-2
11. Wuhan coronavirus
12. Wuhan seafood market
pneumsonia virus

WO

Sbhad to top
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Amino acid sequence search
These search is restricted to following organism or grlup: Severe acute respiratory syndrome coronavirus 2
Search 30 Sk i
Amino acid Sequence: | contains ~]
MNo. of results: |10~
Recommended name: |C0ntams v| | |
{of enzyme)
EC Number: [contans ] | | Detailed information on the
st Accession COUE: | ontaing o] | | known protein sequences of
Organism: [contains <] | | this organism
Number of amino acids: | = ~11 |
Molecular weight [Da]: | = ~1 |
Transmembrane helices: | = ] | |
N-terminus: [inside [outside
source: [SwissProt [1TREMBL
search reset

Distribution of hits in the Enzyme Classification (EC) System

10. 000
10

1 1
. i il

|
ful LU I UL UG g U LU WAL WU [ Y ) W H JULLIGT Y WL || SRR T

2.7 26D
Fod CEED
Fau& 50D

€€ € Results1-100f132 3 3%

EC Number aw Recommended Name a UNIPROT a» Mo of trans. helices MW [Da]aw Source aw Tools/Links
Organism aw No of amino acids aw

27748 RMA-directed RNA polymerase PODTDA 14 transm. helices 794058 Swiss-Prot |= fin
Severe scute respiratony synidrome coronavine 2 7006 amino acids

2.7.7.48 RMA-directed RNA polymerase ADABTOGACT |14 transm. helices 794086 TrEMBL = fip
Severe scufe respirstony symdrome coronsviris 2 7006 amino acids

2.7.7.48 RMA-directed RNA polymerase ADABTIGABT |14 transm. helices 794044 TrEMBL = e
Severe seute rezpirafony eyndrome coronavinie 2 7006 amino acids
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Taxonomy
Browser

e

Search for || as lock | Go | Clear
Display levels using filter: | none ~

Severe acute respiratory syndrome coronavirus 2

Fubled

Scientific name or synonym: |exact
type of synonym (optional): | all types of synonyms v|
MCBI Taxonomy ID: |=

Rank: |all types of ranks

~| |sARs-Covz

Structure

corrent name

Rank: no rank
Genetic code: Translation table 1 (Standard)
Host: human|vertebrates

Lineage( full )
Viruses; Riboviria; O - Pisuviricota; Pisoniviricetes; Nidovirales; Cornidovirineae; Coronaviridae; Orthe

Search

Entrez records
Database name
Taxonomy ID: 2697049 (for references in articles please nse NCEIxid2697049) -
Nucleotide

Severe acute respiratory syndrome coronavirus 2 Protein

|genbank acronym: SARS-CoV-2 Structure

|eq - [ 2019-nCoV Crenome
NCBI BLAST name: viruses Popset

Conserved Domains
GEOQ Datasets
PubMed Central
Gene

virinae; Betacoronavirus; Sarbecovirus;

Details for Severe acute
respiratory syndrome

Severe acute respiratory syndrome-related coronavirus

Condensed Tree View
L Viruges (superkingdom}
L Riboviria [&] {2 (clade)

SRA Experiments
Identical Protein Groups|| 152,321

coronavirus 2 Assembly 116
[j-i 122 a8 segquences of Severe scute L Orthornavirae (kingdom) Genetic Testing Registry 30
e ; 3
i i e coronavirus 2 L pisuviricota [&] (phylum) PubChem BioAssay 23
L b o . Taxonomy 1
NCEI 2897049 Pizoniviricetes [g] (class)
e L nidovirales { z(order) | comments and References:
respiratory syndro coronavirus 2 L Cornidovirineas (sub)
L Coronaviridae _ E Latest 2019-nCoV sequences available in GenBank
2.7.748 ~ C :
Orthocoronavirina® view and Analyze sequences in NCBI Virus
Show enzyme L Betacoronaviry S
Synenyms L sarbecovirus [g] (subgenus}
L severe acute respiratory syndrome-related corenavirus [g] {3 (species)
1. 2018-nCoV L severe acute respiratory syndrome coronavirus 2 [g] <
2. COovID-19
3. COVID1D
4, COVID-19 virus
5. HCoV18
8. Human coronavirus 2019
7. SARS5-2
A direct link to the NCBI
8. SARS-CoV2 irec n (0] e
10. SARS-Cov-2
11. Wuhan coronavirus
faxonomy Database
pneumsonia virus
Sbhad to top
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TaxTree Explorer

[prowse taxonomy treg] - [search] -

[Example]

Scientific name or synonym: |_exact v| |SARS-COV2 | (use AND, OR, AND NOT for simple Boolean queries)

type of synonym (optional): |aII types of synonyms v|

NCBI Taxonomy ID: |= v] | |
Rank: |all types of ranks -
Search

Details for Severe acute Condensed Tree View
respiratory syndrome L viruses (superkingdom)
coronavirus 2 L Riboviria [€] > (clade)
m 132 aa sequences of Severe acute L Orthornavirae [&] (kingdom)
respiratory syndrome coronavirus 2 L Pisuviricota @] (phylum)
NCEI 2697049 L pisoniviricetes (class)
Found 8 enzymes for Severe acute L nidovirales {(order)
Lesgitston cundrome goronavirus 2 L cornidovirineae [g] (subarder)

L - -
2.7.7.48 Coronaviridae [g] {x(family)

L Orthocerenavirinae (zubfamiby}y
2.7.7.48 L Betacoronavirus [g] £ (genus)
£ 3.4.19.12 L Sarbecovirus [ (subgenus)

sascorrus@ sngens) A list of EC numbers
e with organism-specific
16412 enzyme datain

oirus 2019
3.6.4.13

e BRENDA, directly linked
e e to the Enzyme Summary
pReumonia virs Page
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B EEnzyme Homenchature 84 The Comprehensive Enzyme Information System o] login [ histery [F] all enzymes
print visible entries
u Enan:‘;rar;I:ei-clr_li'liand - . . . print 8ll entries
D_ _— : Information on EC 3.4.22.69 - SARS coronavirus main proteinase show sl entriea
S for references in articles please use BRENDAEC3.4.22 69
B E Functional Parameters 547 et Enzyme Summa ry Page
Organism related ree o
B formation L 3 bydrolases (cf. BRENDA Tutorial - Enzyme Search -)

M General Information 22 L 3 4 Acting on peptide bonds (peptidases)
L 3.4 22 Cysteine endopeptidases
l B Enzyme Structure 1714 L , , )
[€3.4 22 59 SARS coronavirus main proteinase

H B Molecular Properties

Specify your search results i
e Word Map tide
Mark a special word or phrase in this record: Mark! L .
M References P P o L_cu plpros  analysis gnti-sars g u =

8> polyproteins =556

Search UniProt Accession: Search ELE 8 O 5 pwpt =
e85 covid-19¢8E 25,8

Select one or more crganisms in this record: @ E =1 @ ] S & = 2 g

f:053.4.22 698§

All organisms & g E"E E SsE 2

Alphacoronavirus 2 & © § mediine hydroxychloroquine g o 2 gg
T i

Alphamesonivirus 1 saquinavir ’.'é., chymortrypsin-like 2B u‘&i b

feline coronavirus % Ppeptidomimetic D ndemic £ 8 E

) : A o coronaviral E L

Middle East respiratory syndrome-related coronavirus v % proteases warhead E

Submit

Show additional data

® Do not include text mining results

O Include amenpa {text mining) results

O Include Frenpa results (AMENDA + additional results, but less precise)

The enzyme appears in viruses and cellular organisms

Reaction Schemes hide

TSAVLQSGFRK-NH2 + H20 = TSAVLQ + SGFRK-MH2 X
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Contact

show all | hide all Mo of entries

The Comprehensive Enzyme Information System

[ ] Enzyme Homenclature

ep] login  [& history  [£] all enzymes

print visible entries
print all entries

Information on EC 3.4.22.69 - SARS coronavirus main proteinase B shw sl envis

for references in articles please use BRENDAEC3.4.22.69

m Enzyme-Ligand
Interactions

Diseases 0

o Enzyme Summary Page
- —

information L 3 Hydrolases (cf. BRENDA Tutorial - Enzyme Search -)

B General Information 22 L 3 4 Acting on peptide bonds (peptidases)

L 3.4 22 Cysteine endopeptidases
I E Enzyme Structure 1714 L . , .
[€3.4 22 59 SARS coronavirus main proteinase

I E Molecular Properties

B Applications 5

I References

Search Reference ID: Search

Specify your search results

You can choose the
organism of interest and
Search UniProt Accession: Search / S u b m It an O rg an I S m -

Select one or more organisms in this record: @ S p ecCl fl c view Of th e

porcine epidemic diarrhea virus /ggf en Zym e d ata.

SARS coronavirus Tor2

Mark a special word or phrase in this record: Mark!

N inawmr = = o T O
 Severe acute respiratory syndrome coronavirus 2 :a_|l.||n:;. = thmmwpsm'"ke .o % g v
Severe acute respiratory syndrome-related coronavirus :u peptlt_jomlmetlc pandem IC ; bl -E
Severe acute respiratory syndrome-related coronavirus Tor2 w g coronaviral proteases warhead =
Submit -
Show additional data
@ Do not include text mining results
O Include amenpa (text mining) results
O Include Frewpa results (AMENDA + additional results, but less precise)
The enzyme appears in viruses and cellular organisms
Reaction Schemes hide
TSAVLAQSGFRK-NH2 + H20 = TSAVLQ + SGFRK-NH2 ey
. . . H Ho H,C. o H
. - e g g g e g 2l : 2 *
SARSARCIe s IR TENS S Y S U S ORI e *rv**
- Ty i :/\ﬂ/ T :/\lr H :AW HO. ~ .
L I e o ., o - LM, o NH HN [}



Tochabichs
Contact Universitit
Braunschweig

Classic view The Comprehensive Enzyme Information System = login history all enzymes

TaxTree Explorer

[prowse taxonomy tresI - [search] h@[Example]

Scientific name or synonym: | exact v| |SARS-Cov2 | {use AND, OR, AND NOT for simple Boolean queries)

type of synonym (optional): | all types of synonyms v|

NCBI Taxonomy ID: [ = ]| |
Rank: |all types of ranks
Search

Details for Severe acute Condensed Tree View
respiratory syndrome L Viruses (superkingdom}
coronavirus 2 L Riboviria [&] T3 (clade)
[j-i 122 as sequences of Severe acute L Orthornavirae & (kingdom)
respiratory syndrome coronavirus 2 L Pisuviricota (phylum}
NCEI 2697049 L Pizoniviricetes [g] (class)
Found 8 enzymes for Severe acute L nidovirales (] {3 (order)
respiratory syndrome coronavirus 2 L Cernidovirineas [g] (suborder)

27748 v L coronaviridae [ {7 (famity)

L Orthocerenavirinae (gubfamihy}
Show enzyme LBeta-:urunavirus-;:_‘;[genus}
Synonyms L sarbecovirus [g] (subgenus}

L severe acute respiratory syndrome-related coronavirus [E] L3 (species) T h y y f
2018-nCaV = ! e synonyms o

L severe acute rezpiratery syndrome coronavirus 2 [g] L >
COMID-19

e e the organism are

CoV19

e rensv s 201 shown here.

SARSZ

SARS-CoV2

10. SARS-Co\-2

11. Wuhan coronavirus
12. Wuhan seafood market
pneumsonia virus

WO

Sbhad to top
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TaxTree Explorer

I[browse taxonomy treeI - [search] - @[Example]
TaxTr B
Ty e You can use the

Taxenomy
cellular organisms .
oher sequences browse function to
unclassified seguences

Viruses (superkingdom) find an Organism-

Use of this online version of BREMDA is free under the CC BY 4.0 license. See terms of
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TaxTree Explorer

lbrowse taxonomy trEEI - [search] - ﬁ@[Example]
Details for cellular TaxTree Browser You can navigate along

organisms gTaxunurw
[j]_ZB*#E-E—BT[I aa seguences of cellular | G CElUlarorganisms

organisms [i}Arc:haea{j:(superkingdum} the hierarChicaI tree by

i Archaea incertae sedis

Found 7438 enzymes for cellular i Asgard group [E] (clade) CIiCking on the +-icon to

MCBI 131567 £
[E
organisms [+ Candidatus Hydrothermarchaeota [@ 3 (phylum)
[E
[E
[E

3 DPANN group ) (cace) find the desired

# environmental zamples
Show enzyme + Euryarchaeota &) {3 (phylum) H
B TACK group [g] (clade) organlsm'
Candidatus Bathyarchaeota @] {
Candidatus Geoarchaeota [ {_x (phylum})
Candidatus Geothermarchaeota (phylum}
Candidatus Korarchaeota [& {_>(phylum}
Candidatus Marsarchaecta (phylum})
Candidatus Mezhaarchaeocta (phylum})
Candidatus Verstraetearchaeota [g] > (phylum)
Crenarchaeota ] {3 (phylum)
Crenarchaeota incertae sedis
envirenmental samples [g]
—} Thermoprotei [§] £ (class)
Acidilebales [E] (order)
Desulfurococcales [&] {x(order)
environmental samples
Fervidicoccales [g] (order)
Sulfolobales »(order)
envircnmental samples
= Sulfolobaceas &) {3 famity)

Synonyms

1. biota

Lbadk to top

Acidianus [g] {_+(genus)
Candidatus Aramenus (genus)
envirenmental samples [g]
Metallosphaera [B] {3
-} Saccharelobus [B) {7 (genus)

Saccharolobus caldissimus (species)

Saccharolobus shibatae [&] {7
Saccharolobus solfataricus [&]
Bt Stygiclobus [B] (genus)

Bk Sulfediicoccus (genus)

B Sulfolobus (8] { > (genus)

=

£

£

t Sulfuracidifex [g] (genus)
t Sulfurizphaera [g] (genus)
t} unclassified Sulfolobaceas
[ unclassified Sulfolobales

[ Thermoproteales [g] {x(order)
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TaxTree Explorer

I[browse taxonomy tr’E‘EI - [search] - E@[Exampl €]

Details for Saccharolobus ITaxTree Browser
solfataricus iTﬂxtlnﬂmy

ﬁh 1622 aa sequences of H cellular organisms
Saccharolobus solfataricus [L} Archaea [§] {2 (superkingdom}

NCEI 2287 Archaea incertae sedis

BacDive = 2287 Asgard group [g] (clade)

Candidatus Hydrothermarchaeota [&] { > (phylum)
DPRANN group ) (clade)
environmental samples

Found 533 enzymes for Saccharclobus
solfataricus

1.1.1.1 v

Show enzyme

Candidatus Bathyarchaeota [g] T = (phylum}

Synonyms
ey Candidatus Geoarchaeota [g) { > (phylum)
1. ATCC 25091 Candidatus Geothermarchaeota (phylum}
i- ::;chﬂl l‘;;‘? Candidatus Korarchaeota [&] £ (phylum)
4: 1CM 3'53:, Candidatuz Marsarchaeota (phylum)
5. MBRC 15321 Candidatus Nezhaarchaeota (phylum)
. Saccharclobus solfataricus

Candidatus Verstraetearchaeota [& {2 (phylum})
Crenarchaecta [&) £ (phylum)

{Zillig et al. 1980} Sakai and
Kurosawa 2018

7. strain P1 . Crenarchaeota incertae sedis

8. Sulfolobus solfataricus X

9. Sulfolobus solfataricus Zillig et environmental samples

al. 1980 = Thermoprotei [§] {_: (class)
10. Sulfolobus fatari .
ulielobus fatancus [ Acidilobales [g] (order)
Bt Desulfurccoccales & £ (order)
S had to top .

B envircnmental samples
[ Fervidicoccales [g] (order)

[ Sulfolobales [g] {> (order)
environmental samples
-1 Sulfolebaceae [&] £ (family)

[ Acidianus [g] { > (genus)

[ Candidatus Aramenus (genus)

B envirenmental samples

B} Metallosphaera [B] { - (genus)

[F Saccharolobus [g] {3 (genus)
Saccharolobus caldissimus (species)

Saccharolobus shibatae [&] {

Saccharolobus solfataricus [g] {: (species)

[ Stvgiolobus [g] (genus)

B Sulfediicoccus (genus)

B} Sulfolobus ] {x(genus)

b

b

E

#F Sulfuracidifex [&] (genus)
i Sulfurisphaera [g] (genus)
i unclassified Sulfelobaceas
B unclassified Sulfolobales

[ Thermoproteales [g] { > (order)
- unclazsified Thermoprotei

Contact

=] login  [F history  [F] all enzymes

Similar to the results of the
TaxTree ,,Search mode” you can
find the details about the protein
sequences, the link to the NCBI
Taxonomy, the synonyms, and to
the organism-specific enzyme data
in BRENDA.




